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[HE] LT=5HM: KEIEHLRNA (long non-coding RNA, IncRNA) #ERE-& 45 & RE R &1-x XLl
(Zinc finger E-box binding homeobox 1 antisense 1, ZEB1-AS1) &2 P b m3R1A, 508 B IR R BE 24 R IE K
e Mo, HHESE B (esophageal squamous cell carcinoma, ESCC) i/ M HAHLHI MATE 4 . Mgl 5 2
T KPR IneRNA ZEB1-ASI/EESCCAN R BB R EH . Frik: Bl sum 2ok g B R AW M (real-
time fluorescence quantitative polymerase chain reaction, RTFQ-PCR) J5 A& Ml 9OPKESCCHN i % -F1IncRNA ZEB1-AS1[]
FIkIKF, Tk —ME R Ak, BH/MFPLRNA (small interference RNA, siRNA) #JtEca-1094010, 43T
4 (siZEBI-AS1) . THAIBAH (siNC) FIFE A4 (Eca-109) . RAIRTFQ-PCR LM MIncRNA ZEB1-AS1H %
KK, FAHA O A& (cell counting kit-8, CCK-8) S By Wl 4 i 384 74 6 Ju 45 0, =% FH R 9236 Fl Transwell
S 56 6 00 200 ST B IR 2B RE 11 L, R FIRTFQ-PCR T MR (A B EN 287 (Western blot) KiMIZEB 1M EIE K.
58, ORRESCCHNNukk T, Eca-109400 ' IncRNA ZEB1-AS1%iA/K P . siRNA #i#/IncRNA ZEB1-AS1$%ik, [FE
STRBLA 157 % XTI AMIAH L, IncRNA ZEB1-AS1 NS0 Eca- 10920 3958, {H 2 B8 & 35 {23 Eca- 1094 JiiL 3T 7% #1112
#%. IncRNA ZEBI1-AS1 {ZEB1 mRNAMIE IR IA. 4518 IncRNA ZEBI-ASL# it FHZEBIHE#FESCCIT# . 122%,
IncRNA ZEB1-AS1/ZEB18( ¥ 7] LIEAESCCIAYT HITEFEHE A,

[£g8A] ZEBI-AS1; e, RE
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[ Abstract] Background and purpose: Long non-coding RNA Zinc finger E-box binding homeobox 1 antisense 1 (IncRNA
ZEB1-AS1) is highly expressed in various tumors, and is associated with clinicopathological features and prognosis of tumor patients.
However, its role and mechanism in esophageal squamous cell carcinoma (ESCC) are still unclear. This study was to explore the role
of IncRNA ZEB1-AS1 in invasion and metastasis of ESCC cells. Methods: The expression level of IncRNA ZEB1-AS1 in 9 ESCC
cell lines was detected by real-time fluorescence quantitative polymerase chain reaction (RTFQ-PCR). Eca-109 cells were transfected
with small interfering RNA (siRNA) and divided into interference group (siZEB1-AS1), interference control group (SiNC) and
blank group (Eca-109). The expression level of IncRNA ZEB1-AS1 was detected by RTFQ-PCR. The cell proliferation ability was
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detected by cell counting kit-8 (CCK-8) assay. The cell migration and invasion ability were detected by scratch assay and transwell

experiment. The expression levels of ZEB1 mRNA and protein were detected by RTFQ-PCR and Western blot. Results: Among the
9 ESCC cell lines, the expression level of IncRNA ZEB1-AS1 was highest in Eca-109 cells. SIRNA inhibited IncRNA ZEB1-AS1
expression which decreased to 57% of that in the control group. Compared with the control cells, IncRNA ZEB1-AS1 did not affect

Eca-109 cell proliferation, but significantly promoted Eca-109 cell migration and invasion. LncRNA ZEB1-AS1 up-regulated the

expression levels of ZEB1 mRNA and protein. Conclusion: LncRNA ZEB1-AS1 promotes ESCC migration and invasion by up-
regulating ZEB1, and IncRNA ZEB1-AS1/ZEB1 may be a potential target for ESCC therapy.

[Key words] ZEBI1-AS1; Esophageal squamous cell carcinoma; Invasion
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counting kit-8, CCK-8) W A A fb¥FHE ( i)
HIRAFE L, ZEBI S FESTANL H 52 [E Proteintech 2y
Ao GAPDH¥UIA | SR . BCATE € ik
& ECLIRFI & HTT 8 KA B ARATBRLS
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AS1, ZEBI, B-actin) 4 TAY T (L) Ik
A BRA T A R S s 50 &6 H 2 [ Thermo
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1.6 IR AEEREEwERLM (real-time
fluorescence quantitative polymerase chain
reaction, RTFQ-PCR)
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Ul pgaRNA . LI20 pLiRZ % 5% HeDNA
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(1:1000) 23R 2h, PBSTEE, ECLESY.
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21 9¥RESCCHAREIHINCRNA ZEB1-AS1RIFRIEK T

K FARTFQ-PCRAG M OFRESCC4H fifl HHIncRNA
ZEBI1-ASIf kK, 4559 7R, IncRNA ZEBI-
ASITEEca- 1094t 1 ik /K- Fame s (1), #EHL
AR TR S, AT S5

154

Relative expression of ZEB1-AS1

Bl 1 RTFQ-PCR 7 i&#ilO#kESCCH A IncRNA ZEB1-AS1
KRz F
Fig. 1 Expression levels of IncRNA ZEB1-AS1 in 9 ESCC cells
were detected by RTFQ-PCR
*, P<0.05, compared with KYSE-510 cells
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51 E N A AE . CCK-8Z5 R s, #ml
IncRNA ZEB1-AS1/J 235K B 52 I Eca-109
4npuygsE (E2B) o
2.3 IncRNA ZEB1-AS1{gi#Eca-109488iT 7%
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AST41R (90423 ) 40/ ; P<0.05,
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IR .

—
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3
2 IncRNA ZEB1-AS1R#MEca—109ZA A1t 5E
Fig.2 IncRNA ZEB1-AS1 did not affect cell proliferation
A: The expression levels of IncRNA ZEB1-ASI in 3 groups of cells

were detected by RTFQ-PCR; B: Cell proliferation was measured by
CCK-8 assay; *: P<0.05, compared with the other two groups

1.04

mm siNC

0.8+ 1 siZEB1-AS1

mm Eca-109

‘Wound closure rate/%

3 IncRNA ZEB1-AS1{2i#Eca-1094 T
Fig.3 LncRNA ZEB1-AS1 promoted migration of Eca-109 cells

Migration of three groups of Eca-109 cells was detected by scratch assay; : P<0.05, compared with the other two groups
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MR LR R RN, 55X A
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/NS A MU ) 210 B S 08 [ Eca-10925 L4
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Y/ ALEY , SIZEB1-AS140% (25416 ) 4ifi/
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A Eca-109 siNC siZEB1-AS1
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1004
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B Eca-109 siNC siZEB1-AS1 807
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4 IncRNA ZEB1-AS1{Z#Eca—1094 T BB
Fig. 4 IncRNA ZEB1-AS1 promoted migration and invasion of Eca-109 cells

Migration (A) and invasion (B) of three groups of Eca-109 cells were detected by Transwell assay; ": P<0.05, compared with the other two groups

2.5 IncRNA ZEB1-AS1_HiEZEB1#I&RIE Vo SXTREAARMEAHLL, THE4] (SsiZEB1-AS1)
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ZEBI1-AS1IN3RiE )5, @ RTFQ-PCRJ £ Al (KEl5) .

Western blot J5 AN T 45 2H A rh ZEB 1) 23k 7K
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&) S & 5 N 1
%1 Q)d" § é& o 10
g g
- w2
H ZEB1 | W . e g :
) 5 05
o
© 2
g GAPDH i
0.0
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Fig. 5 mRNA and protein expression levels of ZEB1

A: Expression level of ZEB1 mRNA was analyzed by RTFQ-PCR; B: Expression level of ZEB1 protein was detected by Western blot; *: P<0.05,
compared with the other two groups
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AIncRNA ZEB1-AS1HE R F 105 4L (4,
R, K2 449 bp 'YL TAER, BRRTERE
FEIncRNA ZEB1-ASTHYJE 5 4R, Y0210
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